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G-Protein signalling

Ligand

Mutant strains

Activation of GDP/GTP
exchange

*Non-sporulating

Association of
subunits

*Altered pathogenicity
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Allantoin 4TMS _29.92 1878 331 221 NS 422 < 0.0001 239 NS
Alternariol 3TMS_45.58_2959_459 11 <0.05 131 NS 114 NS
Arabinose 4TMS_25.64 1663 103 367 <0.05 427 <0.0001 374 <0.05
Citric acid 4TMS_28.70 1817 273 151 NS 231 <0.05 195 <0.05
Fumaric acid 2TMS_18.89 1359 245 58 <0.05 a9 <0.05 158 <0.05
g-Hydroxyglutaric acid 3TMS_23.92 1576 12 * NS * < 0.05 * <0.0001
Glucose-6-phosphate 6TMS_36.93 2312 299 61 NS 25 <0.05 95 NS
Lactose 8TMS5_41.93 2670_204 125 N5 63 NS 648 <0.0001
L-Glycine 3TMS_17.61_1308 174 86 N5 135 < 0.05 128 NS
L-Isoleucine 2TMS_17.29 1295 158 g <0.0001 9 < 0.0001 26 <0.05
L-Lysine 4TMS_30.58 1913 174 30 <0.0001 36 <0.0001 54 <0.05
Malic acid 3TM5_22.01_1484 147 97 N5 112 N5 155 5
myc-inositol 6TMS_32.32_2017 318 40 <0.0001 85 N5 &8 <0.05
Trehalose 8TMS_42.69_2725_361 30 < 0.0001 37 <0.0001 42 <0.0001
Tryptamine_24.44 1602_188 17 <0.0001 58 <0.05 70 <0.05

The normalised abundance of each metabolite of the wild-type were scaled to 100.
The normalised abundance of each metabolite of the mutant strains scaled
accordingly.
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Trehalose biosynthesis is involved in sporulation of Stagonospora nodorum
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tps1-9 (trehalose 6-P synthase lacking)  SN15 —wild-type
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Image: ggal Mycelia

Differentiating mycelia

*Mycelial knot formation
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SN15 —wild-type ggal —mutant
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~2 weeks

50.0 pm

*Progression of mycelial
differentiation

*Unigque opportunity to study
asexual sporulation
(non-sporulating vs sporulating)

\What about the other mutant
strains?
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Metabolomes of each strain under non-sporulating and sporulating conditions.
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The normalised abundance of each metabolite of the sporulating were scaled to 100.
The normalised abundance of each metabolite of the non-sporulating were scaled
accordingly.



Unknown 52.11 3560 307

*Previously only detected in extracts from the wild-type SN15,
which readily sporulates.

*Detected in the mutant strain extracts only when sporulating.

*Essential role for Unknown_52.11 3560_307 in sporulation?

Figure. Unidentified metabolite Unknown_52.11 3560_307 is
detected only in metabolite extracts from sporulating cultures of S.
nodorum (right). The metabolite is not detected in extracts from non-
sporulating-mutant strains (above). Images generated using
AnalyzerPro®.



Wild-type StuA mutant
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